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ttaatcctcc 


acaaaaaaQQ 


qt li ti q ati ti q "t 

23 ****** 23 27 


cggttctcta 


gcaaaggcac 


agggctgttt 


1620 


tgttctacta 


ctcagggaaa 


gatattggta 


cagaaacttt 


taaacaagtt 


tattgtcgaa 


1680 


aatic'tcacac 


ctlicatcacl: 


atccttqatq 


cattcacctc 


ccggcactca 


gaatataagt 


1740 


aaaa'tcaac't 


"taaaticcaati 


qqaaalicaqc 


acattccgaa 


tccaqttqaq 


gtgaacctga 


1800 


ctttcacatl: 


taaaliliQaaa 

^23 23 23 ^^23 


atcattqqct 


tttatacctt 


tcttqqtttg 

VP v« VP ^p w| w ^ VP 2^ 


acgtgcaata 

23 53 


1860 


aaoaaacaca 


t:t:al:l:t:l:acic 


ttctqqctac 


tgtgagaaca 


tgaattctgt 


gattctgtgg 


1920 


attttttctt 


"tttuctttta 


ccagtacagt 


aagaaaaaaa 


aaaaaaaaaa 


aaaagccatg 


1980 


ctatcaatca 


a Q a 1 1 c "t "t "t "t 


tttttaaact 


ttctcccatg 


aactaccacc 


atcagtatga 


2040 


attaatacaa 


caaataaaaa 


aatatttaaa 


gacagcctct 


caacagattg 


tatctcaggt 


2100 


taaatactaa 


ctaaftatal: 


ctqtqttqqq 

*• 23 23 23 23 23 


qqttqcqaaq 

J3 23 3 ^3 23 


agattcttaa 


aagtatctgt 


2160 


atattaa'tca 


t:cacit:l:t:t:ac 


aaaaacacct: 


atttqqctqa 

*• ^ ** 23 23 S3 


aatggaataa 


aatgtttgtg 


2220 


aataaaaQCt 


aaHQQCcaaa 


atqqttqcaa 


tcattcatac 


taqttaqaaa 


aattatgtgt 


2280 


taaaataaati 


aaaaaacmac 

23 2* ^^^^^^^^23 23 


aatccatcca 


cccttatgat 


taacgtagat 


gatttttata 


2340 


C C "t "t "t "t "t C "t Q 


atgtacctct 


tgaccttctc 


cttcccttcc 


taccctttct 


gagtatttcc 


2400 


aqaaatacct: 


gattttgaat 


cattcaacag 


tagaaaaaga 


ggcatatttt 


cattacttga 


2460 


caatQtQQQa 


tqqqtQcaal: 


ttattccatc 


ttcactaaaa 


tagaaqcaat 

•3 23 


tccataggta 


2520 


ccataaacct 


al:l:l:l:aaata 


ccacaaqqtq 


tctttttaca 


cagctcattt 


gaatacaggt 


2580 


attctaaaaa 


aaaqtttcta 

23 23 23 23 *• ^ *" 


ttttaaaatt 


accatatcaa 


aataaatgtg 


ccttattttt 


2640 


't"ta'taaa"tc"t 


tgtitaaalica 


gtgtccatat 


tactqtttqq 

VP VM va mm v* vw mm 


qqaaqgqgga 


atgttgtggg 


2700 


atLctaaaaQa 

23 ^ ^ ^23 23 23 S3 


aaQUciaatac 

23=353 ^»SSS3 


"tttctatqac 


acataaattq 


tgtaattttt 


gcctgacaat 


2760 


Qcliaaccaca 


ttctaatcta 


tttcattaaa 


tttqtqqtqa 

23 ■13 23 »!3 


tgttactcta 


aacattttqa 


2820 


dialitliaaat: 


atactiaaaat 


qtcaqaaaac 


aaaacaaqqa 

^^^m ^i^^ m^^^ 


aggaaaatat 


tgttaattaa 


2880 


aa'to'tac'tac 


tiaccaaaaaa 

23 *^23 23 


actqcaactt 


qaaqcaaqqa 


ttttqtaaaa 

VP VP VP VP mm v>Pi v^» v^t 


tgcaaaatcc 


2940 


aactac'ta'tt 


tccattiticac 

W ^« %A %m W W ^« %^ 


aatiaaliiiaac 


tatattaaaq 


aqaqaatqct 


ttaaaattqa 

^v ^V ^^V m^ ^wm 


3000 


*t C t "t Q t "t t "t CI 


aaaccliaclili 


t'ta'taliaqc't 


catcatqqtt 


tat:cl:tacl:a 


aggaatatgt 


3060 


"t "t* C1 1" 1" f a t "t c 


aattctcaac 


t: t *t t a t a "t a "t 

b ^ ^23 ^23 


adiaacct'ta 


aaatiaaaaliti 

«A 23 z3 23 


ctqaqcccat 

V^ ^p v3 *3 vv ^v 


3120 


ataccattac 


aatacti't't'ta 

w^23 ^ 23 


ataaaatlitia 


tttqqqatta 

23 23 53 


ttqtttcctt 

^V VP VP VP VP V^ VP VP 


aacattaaaa 


3180 


taatagcgac 


atttagacta 


ttcaatttta 


gcatagaaag 


gagtctttga 


gtatgtacag 


3240 


ttttgaaaat 


tctctttgag 


ataattgatt 


tcatattctg 


tggctttcaa 


cctccattta 


3300 


cctcttgtca 


ttccaacatc 


tttatagaga 


aataaaaacc 


caatttctct 


ttcaccattt 


3360 


agtttgatta 


tcatctggat 


tttcactcaa 


gatgcagctc 


ctaagattat 


tgttatgtta 


3420 


aattcataaa 


ctccttcacc 


tttaataatt 


aaggaaacaa 


taccagtgtt 


gataaagata 


3480 



6/18 



wo 2005/073725 



PCT/US2005/003483 



EX05-005patenti n . txt 



tztacaaQqqq 


taatttcatq 


caataaacat 


gtaccgtaag 


ttttcttcca 


catattttgg 


3540 


gaaaaaacta 


aaaaaagaaa 


aaggacttcc 


tttttgtgga 


catctacaga 


tgttagggtt 


3600 


gccagaiagca 


aatcccagga 


atgagatcag 


tattttcatt 


gcatcttaaa 


tgtataacct 


3660 


tcctgtggga 


qttcagtttg 


tctgtggtta 


agtgggtgtg 


cttaatcatt 


ctcgaaattg 


3720 


taatcaqatq 


aaataaaaaa 


aaaatcttga 


tgcaataaca 


gtggttttgc 


cacttctggt 


3780 


tqtttQcqat 


qqatctqtcc 


catgtcagtc 


tggggtttta 


ttcagcttgt 


gttgctacca 


3840 


gcagtizcaca 


qqtaaaqcaq 


aaattctctt 


taaccagcaa 


gtttctgctt 


tttaaggtta 


3900 


cttttagaat 


aaatcatcag 


qqaaacaqaq 


aggatgcttt 


gctttgggtt 


gtagtcaaaa 


3960 


actgatrtaaa 


taatttaatg 


tctctggcac 


acactaaaaa 


ccatacactt 


cagttgtgat 


4020 


ctcaqtqqca 


tatttatttg 


qttagqtttc 


gttacattta 


ttattacaga 


tgttcagttg 


4080 


accaaataqt 


tcaqtqtttt 


ctttcctttt 


tttggaaatt 


ttagtttgag 


tttgtgactg 


4140 


cagtgttcaa 


gaactcagca 


tccttgtttt 


ctacaaatac 


tgattaaaat 


aaaatgctgt 


4200 


aaaatgtgat 


gtaaaacatt 


atcatgatct 


tcccatgcct 


ttgttgtact 


tgtgccgaag 


4260 


tgttttgata 


ttcctttgtc 


tggaagaaaa 


tgtttgcttt 


cattttgatc 


attttgttca 


4320 


ccttggaatc 


aacaggtttt: 


qalialililitct: 


cttqqaaqat 


tttatatctt 


tttgggaata 


4380 


tgtaatataa 


gatctctaat 


aaaagataat 


cttatcatgt 


aagaaaaaaa 


aaaaaaaaa 


4439 


<210> 4 

<211> 4917 

<212> DNA 

<213> Homo sapiens 












<400> 4 
ggcagctcgg 


ccgactgggc 


ccqqagcggc 


gcggaggccg 


ggcgctgacg 


gtgtgtgtgg 


60 


aggccagtat 


gaagctgaaa 


aaqcaqgtga 


cagtgtgtgg 


ggctgccatc 


ttctgtgtgg 


120 


cagtcttctc 


gctctacctc 


atqctqqacc 


gagtgcaaca 


cgatcccacc 


cgacaccaga 


180 


atggtgggaa 


cttcccccgg 


aqccaaattt 


ctgtgctgca 


gaaccgcatt 


gagcagctgg 


240 


agcagctttt 


ggaggagaac 


catqaqatta 


tcaqccatat 


caagqactcc 


gtqctggagc 


300 


tgacagccaa 


cgcagagggc 


ccqcccqcca 


tqctqcccta 


ctacacggtc 


aatggctcct 

23 23 


360 


gggtggtgcc 


accggagccc 


cqqcccaqct: 

^htf Tlpj ^hrt ^krf ^hi^ ^htf 


tcttctccat 


ctccccgcag 


gactgccagt 


420 


ttgctttggg 


gggccggggt 


caqaaqccaq 


agctgcagat 


qctcactgtg 


tcgqaggagc 


480 


tgccgtittga 


caacgtggat 


qqtiqqtqtiql: 


qqaqqcaaqq 


cttcgacatc 


tcctacgacc 


540 


cgcacgactg 


ggatgctgaa 


gacctgcagg 


tgtttgtggt 


gccccactct 


cacaatgacc 


600 


caggctggat 


caagaccttt 


gacaagtact 


acacagagca 


gacccaacac 


atcctcaata 


660 


gcatggtgtc 


taagctgcag 


gaggaccccc 


ggcggcgctt 


cctctgggca 


gaggtctcct 


720 


tcttcgccaa 


gtggtgggac 


aacatcaatg 


tccaaaagag 


agcggcagtc 


cgaaggctgg 


780 


tgggaaacgg 


gcagctggag 


attgcgacag 


gaggctgggt 

7/18 


gatgccagat 


gaggccaatt 


840 
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cccactactt 


tgcattgatt 


gaccagctca 


tcgaaggaca 


ccagtggctg 


gagagaaatc 


900 


ttggtgcaac 


cccccgctct 


ggctgggcag 


tggacccctt 


tggatacagc 


tccaccatgc 


960 


cttacctgct 


gcgccgtgcc 


aacctcacca 


gcatgctgat 


tcagagagtg 


cactatgcca 


1020 


tcaaga.agca 


ctttgctgcc 


acccacagcc 


tagagttcat 


gtggaggcag 


acatgggact 


1080 


cggacticcag 


cacagacatc 


ttctgtcaca 


tgatgccctt 


ctacagctat 


gacgtccccc 


1140 


atacctgtgg 


cccagatccc 


aagatctgct 


gccaatttga 


tttcaaacgc 


ctgcctggtg 


1200 


ggcgcatcaa 


ctgcccttgg 


aaggtgccac 


cccgggccat 


cacagaggcc 


aacgtggcag 


1260 


agagggcagc 


cctgcttctg 


gaccaatacc 


ggaagaagtc 


ccagctgttc 


cgaagcaacg 


1320 


tcctcctggt 


gcctcttgga 


gatgacttcc 


gatatgacaa 


gccccaggag 


tgggatgccc 


1380 


agttcttcaa 


ctaccaacgg 


ctctttgact 


tcttcaacag 


caggcctaac 


ctccatgtgc 


1440 


aggcccagtt 


tggcactctt 


tctgactatt 


ttgatgccct 


gtacaagagg 


acaggggtgg 


1500 


agccaggggc 


ccggcctcca 


gggtttcctg 


tgctgagcgg 


ggatttcttc 


tcctatgcgg 


1560 


accgggagga 


tcattactgg 


acaggctatt 


acacttcccg 


gcccttctac 


aagagcttag 


1620 


accgagtcct 


ggaagcccac 


ctgcgggggg 


cagaggttct 


gtacagcctg 


gctgcagctc 


1680 


acgctcgccg 


ctctggtctg 


gctggccggt 


acccactgtc 


tgatttcacc 


ctcctgacgg 


1740 


aagctcggcg 


cacattgggg 


ctcttccagc 


atcacgatgc 


catcactggc 


acggccaagg 


1800 


aggctgtggt 


ggtggactat 


ggggtcaggc 


ttctgcgctc 


ccttgtcaac 


ctgaagcagg 


1860 


tcatcsLt:t:ca 


tgcagcccac 


tatctggtgc 


tgggggacaa 


ggagacctac 


cactttgacc 


1920 


ctgaggcgcc 


cttcctccaa 


gtggatgaca 


ctcgcttaag 


tcacgacgcc 


ctcccagagc 


1980 


gcacggtgat 


ccagctggat 


tcctcgccca 


ggtttgtggt 


cctattcaac 


ccactggaac 


2040 


aggagcgatt 


cagcatggtg 


tccctgctgg 


tcaactctcc 


ccgcgtgcgt 


gtcctttcgg 


2100 


aggagggtca 


gcccctggcc 


gtgcagatca 


gcgcacactg 


gagctctgcc 


accgaggcgg 


2160 


tccctgacgt 


ctaccaggtg 


tctgtgcctg 


tccgcctgcc 


agccctgggc 


ctgggcgtgc 


2220 


tgcagctaca 


gctgggcctg 


gatgggcacc 


gcacgctgcc 


ctcctctgtg 


cgcatctacc 


2280 


tgcacggccg 


gcagctgtcc 


gtcagcaggc 


acgaagcgtt 


tcctctccgt 


gtcattgact 


2340 


ctggcaccag 


cgacttcgcc 


ctcagcaacc 


gctacatgca 


ggtctggttc 


tcaggcctta 


2400 


ctgggctcct 


caaggggtca 


gggctgtgtt 


ttttggcaga 


gcatccgaag 


ggtggatgag 


2460 


gagcacgagc 


agcaggtgga 


catgcaggtc 


cttgtctatg 


gcacccgtac 


gtccaaagac 


2520 


aagagtggag 


cctacctctt 


cctgcccgat 


ggcgaggcaa 


gccctacgtc 


cccaaggagc 


2580 


cccccgtgct 


gcgtgtcact 


gaaggccctt 


tcttctcaga 


ggtggttgcg 


tactatgagc 


2640 


acattcacca 


ggcggtccgg 


ctttacaatc 


tgccaggggt 


ggaggggctg 


tctctggaca 


2700 


tatcatccct 


ggtggacatc 


cgggactacg 


tcaacaagga 


gctggccctg 


cacatccata 


2760 


cagacaticga 


cagccagggt 


gcagccccga 


cggtatctga 


agaagctccc 


cctccaggcc 


2820 


aacttctacc 


ccatgccagt 


catggcctat 


atccaggacg 


cacagaagcg 


cctcacgctg 


2880 
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cacactgccc 


aggccctggg 


tgtctctagc 


ctcaaagatg 


gccagctgga 


ggtgatcttg 


2940 


gaccggcggc 


tgatgcagga 


tgacaaccgg 


ggcctaggcc 


aagggctcaa 


ggacaacaag 


3000 


agaacctgca 


accgtttccg 


cctcctgcta 


gagcggcgaa 


ccgtgggcag 


tgaggtccaa 


3060 


gatagccact 


ctaccagcta 


cccatccctc 


ctcagccacc 


tgacctccat 


gtacctgaac 


3120 


gccccggcgc 


tcgctctgcc 


tgtagccagg 


atgcagctcc 


caggccctgg 


tctgcgctca 


3180 


tttcatcctc 


tggcttcctc 


actgccctgt 


gacttccacc 


tgctcaacct 


acgtacgctc 


3240 


caggctgagg 


aggacaccct 


accctcggcg 


gagaccgcac 


tcatcttaca 


ccgcaagggt 


3300 


tttgactgcg 


gcctggaggc 


caagaacttg 


ggcttcaact 


gcaccacaag 


ccaaggcaag 


3360 


gtagccctgg 


gcagcctttt 


ccatggcctg 


gatgtggtat 


tccttcagcc 


aacctccttg 


3420 


acgttactgt 


accctctggc 


ctccccgtcc 


aacagcactg 


acgtctattt 


ggagcccatg 


3480 


gagattgcta 


cctttcgcct 


ccgcttgggt 


tagggcttct 


tgtggcctga 


agagaaagtt 


3540 


cattcacaga 


gactgcctct 


taacatgaag 


atcattggac 


aagccacacg 


ggtatcccat 


3600 


cccgatctgc 


ctcccagaac 


tgtgacacac 


tgggctctgc 


cctcattttc 


tgtttattgc 


3660 


tgctgctgtg 


ttttcggcgc 


aacccacaaa 


cccagtgatg 


ggtaaatagg 


gcagacgcca 


3720 


gtgagatcag 


ggagagaagg 


cccttggtca 


gagtgggcag 


tgccaggctc 


tgctttgggt 


3780 


tgtgagtgga 


cacccaactg 


ggcacaggct 


caggcaccca 


tcctttttcc 


aaacagggat 


3840 


atagaagtgg 


tggaagcaga 


cagaagaggt 


aagggaggct 


aagtgggtaa 


cagcccagca 


3900 


tcagggtcac 


tgtggcaaca 


gcaggctcta 


ggggaatcct 


gtggttatgt 


agagactcca 


3960 


tgtcctggtg 


tgatgagcag 


gatcagagtg 


actctgggag 


gacaggggtg 


gggacccaga 


4020 


gttagcagtg 


gggatggagc 


agtagaagga 


atcactgttt 


ctcctaggag 


tctgaaggcc 


4080 


tcgctgcttt 


ctgtgatggc 


tttgcagtaa 


gtgccgcctg 


gcctgcatgc 


attggctaac 


4140 


aggctgcaga 


atggcaggaa 


ggactcgcta 


gagattgtca 


tggccagaga 


tcataggtca 


4200 


cttcaggtag 


caagacccct 


ggcaaactgg 


gcacttggcc 


tatgtactga 


tttgtgggat 


4260 


ggtggcaggg 


gtgtggggtc 


cttcaccctg 


cctgaattct 


ctttggcttc 


tgtgctctgt 


4320 


atgctgctgt 


ccccaagggc 


tctttcttat 


tatggcaggg 


agtggggatt 


ggtcctactt 


4380 


tctttctctg 


gaaaggaaag 


cctccaagac 


tccatgtgct 


tgggcagctt 


gagaaggcgt 


4440 


tcagcaccac 


gcctagcagg 


cagaccttga 


agcctcacct 


ttagtctatc 


tgcagaggta 


4500 


ttcagttcct 


ggcacagggg 


actaggggca 


tgtagagtat 


atgaggaggc 


agtatggctg 


4560 


tgcaggagcc 


ttcatttcag 


cttcaattaa 


tagggaagaa 


tttatgatag 


ctctatagat 


4620 


gctgaaaagg 


tatttcgtaa 


gatttaaaat 


ccatccctta 


ttaaaactct 


tagtaaatta 


4680 


agtctggaaa 


gaaacaccct 


aatctagata 


aaggtctgtt 


tcagaaacca 


acagtgatgg 


4740 


cattctaaag 


agtcagacgc 


cacaggcatt 


cccattaaag 


tcagaaacta 


gccaagggca 


4800 


agctattatt 


cagcagtgtc 


ccggcactac 


taacccctgc 


aacaagccag 


atgaggaaca 


4860 


taaggaagaa 


ttataattgt 


cattatttgt 


agacaataaa 


actgcctacc 


tgtaaaa 


4917 
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<210> 5 

<211> 1143 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Lys Leu Ser Arg Gin Phe Thr Val Phe Gly Ser Ala lie Phe Cys 
15 10 15 

Val Val lie Phe Ser Leu Tyr Leu Met Leu Asp Arg Gly His Leu Asp 

20 25 30 

Tyr Pro Arg Asn Pro Arg Arg Glu Gly Ser Phe Pro Gin Gly Gin Leu 
35 40 45 

Ser Met Leu Gin Glu Lys lie Asp His Leu Glu Arg Leu Leu Ala Glu 
50 55 60 

Asn Asn Glu lie lie Ser Asn lie Arg Asp Ser val lie Asn Leu ser 
65 70 75 80 

Glu Ser Val Glu Asp Gly Pro Lys ser ser Gin Ser Asn Phe ser Gin 

85 90 95 

Gly Ala Gly Ser His Leu Leu Pro ser Gin Leu Ser Leu ser val Asp 

100 105 110 

Thr Ala Asp Cys Leu Phe Ala Ser Gin ser Gly Ser His Asn ser Asp 
115 120 125 

Val Gin Met Leu Asp val Tyr ser Leu lie ser Phe Asp Asn Pro Asp 
130 135 140 

Gly Gly Val Trp Lys Gin Gly Phe Asp lie Thr Tyr Glu ser Asn Glu 
145 150 155 160 

Trp Asp Thr Glu Pro Leu Gin val Phe val Val Pro His Ser His Asn 

165 170 175 

Asp Pro Gly Trp Leu Lys Thr Phe Asn Asp Tyr Phe Arg Asp Lys Thr 

180 185 190 

Gin Tyr lie Phe Asn Asn Met val Leu Lys Leu Lys Glu Asp Ser Arg 
195 200 205 

Arg Lys Phe lie Trp Ser Glu lie ser Tyr Leu ser Lys Trp Trp Asp 
210 215 220 

lie lie Asp lie Gin Lys Lys Asp Ala Val Lys ser Leu lie Glu Asn 
225 230 235 240 
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Gly Gin Leu Glu lie Val Thr Gly Gly Trp val Met pro Asp Glu Ala 

245 250 255 

Thr Pro His Tyr Phe Ala Leu lie Asp Gin Leu lie Glu Gly His Gin 

260 265 270 

Trp Leu Glu Asn Asn lie Gly val Lys Pro Arg ser Gly Trp Ala lie 
275 280 285 

Asp Pro Phe Gly His ser Pro Thr Met Ala Tyr Leu Leu Asn Arg Ala 
290 295 300 

Gly Leu ser His Met Leu lie Gin Arg val His Tyr Ala Val Lys Lys 
305 310 315 320 

His Phe Ala Leu His Lys Thr Leu Glu Phe Phe Trp Arg Gin Asn Trp 

325 330 335 

Asp Leu Gly Ser Val Thr Asp lie Leu cys His Met Met Pro Phe Tyr 

340 345 350 

Ser Tyr Asp lie Pro His Thr cys Gly Pro Asp Pro Lys lie cys cys 
355 360 365 

Gin Phe Asp Phe Lys Arg Leu Pro Gly Gly Arg Phe Gly cys Pro Trp 
370 375 380 

Gly val Pro Pro Glu Thr lie His Pro Gly Asn val Gin ser Arg Ala 
385 390 395 400 

Arg Met Leu Leu Asp Gin Tyr Arg Lys Lys Ser Lys Leu Phe Arg Thr 

405 410 415 

Lys Val Leu Leu Ala Pro Leu Gly Asp Asp Phe Arg Tyr cys Glu Tyr 

420 425 430 

Thr Glu Trp Asp Leu Gin Phe Lys Asn Tyr Gin Gin Leu Phe Asp Tyr 
435 440 445 

Met Asn ser Gin Ser Lys Phe Lys Val Lys lie Gin Phe Gly Thr Leu 
450 455 460 

Ser Asp Phe Phe Asp Ala Leu Asp Lys Ala Asp Glu Thr Gin Arg Asp 
465 470 475 480 

Lys Gly Gin ser Met Phe Pro Val Leu ser Gly Asp Phe Phe Thr Tyr 

485 490 495 

Ala Asp Arg Asp Asp His Tyr Trp ser Gly Tyr Phe Thr ser Arg Pro 

500 505 510 
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Phe Tyr Lys Arg Met Asp Arg lie Met Glu ser His Leu Arg Ala Ala 
515 520 525 

Glu lie Leu Tyr Tyr Phe Ala Leu Arg Gin Ala His Lys Tyr Lys lie 
530 535 540 

Asn Lys Phe Leu Ser ser ser Leu Tyr Thr Ala Leu Thr Glu Ala Arg 
545 550 555 560 

Arg Asn Leu Gly Leu Phe Gin His His Asp Ala lie Thr Gly Thr Ala 

565 570 575 

Lys Asp Trp Val Val Val Asp Tyr Gly Thr Arg Leu Phe His Ser Leu 

580 585 590 

Met val Leu Glu Lys lie lie Gly Asn ser Ala Phe Leu Leu lie Leu 
595 600 605 

Lys Asp Lys Leu Thr Tyr Asp Ser Tyr ser Pro Asp Thr Phe Leu Glu 
610 615 620 

Met Asp Leu Lys Gin Lys ser Gin Asp ser Leu Pro Gin Lys Asn lie 
625 630 635 640 

lie Arg Leu ser Ala Glu Pro Arg Tyr Leu Val val Tyr Asn Pro Leu 

645 650 655 

Glu Gin Asp Arg lie Ser Leu val Ser val Tyr Val Ser Ser Pro Thr 

660 665 670 

Val Gin Val Phe Ser Ala Ser Gly Lys Pro val Glu val Gin val Ser 
675 680 685 

Ala Val Trp Asp Thr Ala Asn Thr lie ser Glu Thr Ala Tyr Glu lie 
690 695 700 

Ser Phe Arg Ala His lie Pro Pro Leu Gly Leu Lys Val Tyr Lys lie 
705 710 715 720 

Leu Glu Ser Ala Ser Ser Asn ser His Leu Ala Asp Tyr Val Leu Tyr 

725 730 735 

Lys Asn Lys val Glu Asp Ser Gly lie Phe Thr lie Lys Asn Met lie 

740 745 750 

Asn Thr Glu Glu Gly lie Thr Leu Glu Asn ser Phe val Leu Leu Arg 
755 760 765 

Phe Asp Gin Thr Gly Leu Met Lys Gin Met Met Thr Lys Glu Asp Gly 
770 775 780 
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Lys His His Glu val Asn val Gin Phe ser Trp Tyr Gly Thr Thr lie 
785 790 795 800 

Lys Arg Asp Lys Ser Gly Ala Tyr Leu Phe Leu Pro Asp Gly Asn Ala 

805 810 815 

Lys Pro Tyr val Tyr Thr Thr Pro Pro Phe Val Arg Val Thr His Gly 

820 825 830 

Arg lie Tyr ser Glu Val Thr cys Phe Phe Asp His Val Thr His Arg 
835 840 845 

Val Arg Leu Tyr His lie Gin Gly lie Glu Gly Gin ser Val Glu val 
850 855 860 

Ser Asn lie Val Asp lie Arg Lys val Tyr Asn Arg Glu lie Ala Met 
865 870 875 880 

Lys lie Ser ser Asp lie Lys ser Gin Asn Arg Phe Tyr Thr Asp Leu 

885 890 895 

Asn Gly Tyr Gin lie Gin Pro Arg Met Thr Leu ser Lys Leu Pro Leu 

900 905 910 

Gin Ala Asn Val Tyr Pro Met Thr Thr Met Ala Tyr lie Gin Asp Ala 
915 920 925 

> 

Lys His Arg Leu Thr Leu Leu Ser Ala Gin Ser Leu Gly Val Ser ser 
930 935 940 

Leu Asn ser Gly Gin lie Glu val lie Met Asp Arg Arg Leu Met Gin 
945 950 955 960 

Asp Asp Asn Arg Gly Leu Glu Gin Gly lie Gin Asp Asn Lys lie Thr 

965 970 975 

Ala Asn Leu Phe Arg lie Leu Leu Glu Lys Arg Ser Ala Val Asn Thr 

980 985 990 

Glu Glu Glu Lys Lys ser Val ser Tyr Pro Ser Leu Leu Ser His He 
995 1000 1005 

Thr ser ser Leu Met Asn His Pro val lie Pro Met Ala Asn Lys 
1010 1015 1020 

Phe Ser Pro Thr Leu Glu Leu Gin Gly Glu Phe ser Pro Leu Gin 
1025 1030 1035 

Ser ser Leu Pro Cys Asp lie His Leu val Asn Leu Arg Thr lie 
1040 1045 1050 
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Gin ser Lys Val Gly Asn Gly His ser Asn Glu Ala Ala Leu lie 
1055 1060 1065 

Leu His Arg Lys Gly Phe Asp cys Arg Phe ser ser Lys Gly Thr 
1070 1075 1080 

Gly Leu Phe Cys Ser Thr Thr Gin Gly Lys lie Leu Val Gin Lys 
1085 1090 1095 

Leu Leu Asn Lys Phe lie Val Glu ser Leu Thr Pro ser ser Leu 
1100 1105 1110 

Ser Leu Met His ser Pro Pro Gly Thr Gin Asn lie Ser Glu lie 
1115 1120 1125 

Asn Leu Ser Pro Met Glu lie Ser Thr Phe Arg lie Gin Leu Arg 
1130 1135 1140 

<210> 6 

<211> 1139 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Lys Leu Lys Lys Gin val Thr Val cys Gly Ala Ala lie Phe cys 
15 10 15 

Val Ala Val Phe Ser Leu Tyr Leu Met Leu Asp Arg Val Gin His Asp 

20 25 30 

Pro Thr Arg His Gin Asn Gly Gly Asn Phe Pro Arg ser Gin lie ser 
35 40 45 

val Leu Gin Asn Arg lie Glu Gin Leu Glu Gin Leu Leu Glu Glu Asn 

50 55 60 

His Glu lie lie Ser His lie Lys Asp Ser Val Leu Glu Leu Thr Ala 
65 70 75 80 

Asn Ala Glu Gly Pro Pro Ala Met Leu Pro Tyr Tyr Thr val Asn Gly 

85 90 95 

ser Trp val val Pro Pro Glu Pro Arg Pro ser Phe Phe Ser lie Ser 

100 105 110 

Pro Gin Asp Cys Gin Phe Ala Leu Gly Gly Arg Gly Gin Lys Pro Glu 
115 120 125 

Leu Gin Met Leu Thr Val Ser Glu Glu Leu Pro Phe Asp Asn val Asp 
130 135 140 

Gly Gly Val Trp Arg Gin Gly Phe Asp lie Ser Tyr Asp Pro His Asp 
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145 150 155 160 

Trp Asp Ala Glu Asp Leu Gin val Phe Val Val Pro His ser His Asn 

165 170 175 

Asp Pro Gly Trp lie Lys Thr Phe Asp Lys Tyr Tyr Thr Glu Gin Thr 

180 185 190 

Gin His lie Leu Asn Ser Met val ser Lys Leu Gin Glu Asp Pro Arg 
195 200 205 

Arg Arg Phe Leu Trp Ala Glu Val Ser Phe Phe Ala Lys Trp Trp Asp 
210 215 220 

Asn lie Asn Val Gin Lys Arg Ala Ala Val Arg Arg Leu Val Gly Asn 
225 230 235 240 

Gly Gin Leu Glu lie Ala Thr Gly Gly Trp val Met Pro Asp Glu Ala 

245 250 255 

Asn ser His Tyr Phe Ala Leu lie Asp Gin Leu lie Glu Gly His Gin 

260 265 270 

Trp Leu Glu Arg Asn Leu Gly Ala Thr Pro Arg Ser Gly Trp Ala Val 
275 280 285 

Asp Pro Phe Gly Tyr ser Ser Thr Met Pro Tyr Leu Leu Arg Arg Ala 
290 295 300 

Asn Leu Thr Ser Met Leu He Gin Arg Val His Tyr Ala lie Lys Lys 
305 310 315 320 

His Phe Ala Ala Thr His Ser Leu Glu Phe Met Trp Arg Gin Thr Trp 

325 330 335 

Asp Ser Asp Ser Ser Thr Asp lie Phe Cys His Met Met Pro Phe Tyr 

340 345 350 

Ser Tyr Asp val Pro His Thr Cys Gly Pro Asp Pro Lys lie cys cys 
355 360 365 

Gin Phe Asp Phe Lys Arg Leu Pro Gly Gly Arg lie Asn cys Pro Trp 
370 375 380 

Lys Val Pro Pro Arg Ala lie Thr Glu Ala Asn Val Ala Glu Arg Ala 
385 390 395 400 

Ala Leu Leu Leu Asp Gin Tyr Arg Lys Lys ser Gin Leu phe Arg ser 

405 410 415 

Asn Val Leu Leu val Pro Leu Gly Asp Asp Phe Arg Tyr Asp Lys Pro 
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420 425 430 

Gin Glu Trp Asp Ala Gin Phe Phe Asn Tyr Gin Arg Leu Phe Asp Phe 
435 440 445 

Phe Asn Ser Arg Pro Asn Leu His Val Gin Ala Gin Phe Gly Thr Leu 
450 455 460 

Ser Asp Tyr Phe Asp Ala Leu Tyr Lys Arg Thr Gly Val Glu Pro Gly 
465 470 475 480 

Ala Arg Pro Pro Gly Phe Pro Val Leu ser Gly Asp Phe Phe Ser Tyr 

485 490 495 

Ala Asp Arg Glu Asp His Tyr Trp Thr Gly Tyr Tyr Thr Ser Arg Pro 

500 505 510 

Phe Tyr Lys Ser Leu Asp Arg val Leu Glu Ala His Leu Arg Gly Ala 
515 520 525 

Glu Val Leu Tyr Ser Leu Ala Ala Ala His Ala Arg Arg Ser Gly Leu 
530 535 540 

Ala Gly Arg Tyr Pro Leu ser Asp Phe Thr Leu Leu Thr Glu Ala Arg 
545 550 555 560 

Arg Thr Leu Gly Leu Phe Gin His His Asp Ala lie Thr Gly Thr Ala 

565 570 575 

Lys Glu Ala Val val val Asp Tyr Gly val Arg Leu Leu Arg Ser Leu 

580 585 590 

Val Asn Leu Lys Gin Val lie lie His Ala Ala His Tyr Leu val Leu 

595 600 605 

Gly Asp Lys Glu Thr Tyr His Phe Asp Pro Glu Ala Pro Phe Leu Gin 
610 615 620 

val Asp Asp Thr Arg Leu ser His Asp Ala Leu Pro Glu Arg Thr val 
625 630 635 640 

lie Gin Leu Asp ser ser Pro Arg Phe val Val Leu Phe Asn Pro Leu 

645 650 655 

Glu Gin Glu Arg Phe Ser Met val Ser Leu Leu Val Asn Ser Pro Arg 

660 665 670 

Val Arg Val Leu Ser Glu Glu Gly Gin Pro Leu Ala Val Gin lie Ser 
675 680 685 

Ala His Trp Ser Ser Ala Thr Glu Ala Val pro Asp Val Tyr Gin Val 



16/18 



wo 2005/073725 PCT/US2005/003483 

EX05-005patenti n . txt 
690 695 700 

Ser Val Pro Val Arg Leu Pro Ala Leu Gly Leu Gly Val Leu Gin Leu 
705 710 715 720 

Gin Leu Gly Leu Asp Gly His Arg Thr Leu Pro Ser Ser Val Arg lie 

725 730 735 

Tyr Leu His Gly Arg Gin Leu Ser val ser Arg His Glu Ala phe Pro 

740 745 750 

Leu Arg Val lie Asp Ser Gly Thr Ser Asp Phe Ala Leu Ser Asn Arg 
755 760 765 

Tyr Met Gin Val Trp Phe Ser Gly Leu Thr Gly Leu Leu Lys Ser lie 
770 775 780 

Arg Arg Val Asp Glu Glu His Glu Gin Gin val Asp Met Gin val Leu 
785 790 795 800 

Val Tyr Gly Thr Arg Thr ser Lys Asp Lys Ser Gly Ala Tyr Leu Phe 

805 810 815 

Leu Pro Asp Gly Glu Ala Ser Pro Thr Ser Pro Arg Ser Pro Pro Cys 

820 825 830 

Cys val ser Leu Lys Ala Leu Ser ser Gin Arg Trp Leu Arg Thr Met 
835 840 845 

Ser Thr Phe Thr Arg Arg Ser Gly Phe Thr lie Cys Gin Gly Trp Arg 
850 855 860 

Gly Cys Leu Trp Thr Tyr His Pro Trp Trp Thr Ser Gly Thr Thr ser 
865 870 875 880 

Thr Arg Ser Trp Pro Cys Thr Ser lie Gin Thr Ser Thr Ala Arg val 

885 890 895 

Gin Pro Arg Arg Tyr Leu Lys Lys Leu Pro Leu Gin Ala Asn Phe Tyr 

900 905 910 

Pro Met Pro Val Met Ala Tyr lie Gin Asp Ala Gin Lys Arg Leu Thr 
915 920 925 

Leu His Thr Ala Gin Ala Leu Gly Val Ser Ser Leu Lys Asp Gly Gin 
930 935 940 

Leu Glu val lie Leu Asp Arg Arg Leu Met Gin Asp Asp Asn Arg Gly 
945 950 955 960 

Leu Gly Gin Gly Leu Lys Asp Asn Lys Arg Thr cys Asn Arg Phe Arg 
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965 970 975 

Leu Leu Leu Glu Arg Arg Thr Val Gly Ser Glu Val Gin Asp Ser His 

980 985 990 

Ser Thr Ser Tyr Pro Ser Leu Leu Ser His Leu Thr ser Met Tyr Leu 
995 1000 1005 

Asn Ala Pro Ala Leu Ala Leu Pro val Ala Arg Met Gin Leu Pro 
1010 1015 1020 

Gly Pro Gly Leu Arg Ser Phe His Pro Leu Ala Ser ser Leu Pro 
1025 1030 1035 

Cys Asp Phe His Leu Leu Asn Leu Arg Thr Leu Gin Ala Glu Glu 
1040 1045 1050 

Asp Thr Leu Pro Ser Ala Glu Thr Ala Leu lie Leu His Arg Lys 
1055 1060 1065 

Gly Phe Asp Cys Gly Leu Glu Ala Lys Asn Leu Gly Phe Asn Cys 
1070 1075 1080 

Thr Thr Ser Gin Gly Lys Val Ala Leu Gly Ser Leu Phe His Gly 
1085 1090 1095 

Leu Asp val Val Phe Leu Gin Pro Thr ser Leu Thr Leu Leu Tyr 
1100 1105 1110 

Pro Leu Ala Ser Pro Ser Asn Ser Thr Asp Val Tyr Leu Glu Pro 
1115 1120 1125 

Met Glu lie Ala Thr Phe Arg Leu Arg Leu Gly 
1130 1135 
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